Supplementary Material
1. Study Site Pore Water Chemistry
A sediment core from the study site (43.9162oN; 124. 6938oW; 203 m) was sectioned in depth intervals of 1, 2 or 3 cm thickness immediately after collection.  The sectioning was done within a refrigerated van regulated to ~7oC. The sediment was extruded and sliced at the top of the core tube, inside a glove bag that had been flushed and filled with N2. Sediment sections were transferred to 50 ml tubes and capped under N2, and centrifuged. Supernatant pore water samples were then filtered and analyzed using the same methods presented in Materials and Methods. We note the 0.45 µm syringe filters introduced a dissolved nitrate + nitrite background concentration of ~2 µM.  Pore water dissolved manganese concentrations (not shown) ranged from 0.2-1 µM throughout the core, with the highest concentration in the 0-1 cm section.  The results of other analyses are plotted below.  Values plotted at 0 cm depth represent samples of bottom seawater collected from above the sediments in the core tubes.  No dissolved OC measurements were made below 10 cm depth due to insufficient sample volumes.
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2. Realism of Chemoautrophic Organic  Carbon Enrichment

[bookmark: _GoBack]Lenk et al (2011) have assessed rates of carbon fixation by sulfur oxidizing chemoautrophs in intertidal sediments with high sulfide fluxes throughout the sediment column.  Dark CO2 fixation rates ranged from approximately 60-4 µgC L-1hr-1 in sediments collected from the upper 2 cm to 10-11 cm depth, respectively. 16S rRNA gene analysis suggested that distinct clades of uncultured Gammaproteobacteria, especially members of the WS-Gam209 group closely related to the sulfur-oxidizing endosymbionts of the tubeworm Oligobrachia spp., were abundant.  If similar rates were sustained over 748 days in the incubated anoxic sediments of this study, 0.24 to 0.016 gC could have been added to each treatment bottle containing ~0.22 L wet sediment.  Compared to the initial OC content of 2.9 ±0.2 g, such enrichments would increase the OC content by from approximately 8 – 0.5% above initial concentrations.

3. 
4. Percentages of 16S rRNA Gene Sequences from Sediments and Anodes Determined by Parallel High-Throughput Pyrosequencing  
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Taxon

Unclassified Bacteria (U) 62.68% 33.58% 36.24% 38.64% 60.45% 31.92% 35.69% 29.01% 58.75% 24.57% 29.91% 31.29% 59.77% 27.04% 30.56% 38.47%

Firmicutes; Clostridia (C) 1.19% 40.01% 25.04% 17.31% 0.77% 38.05% 29.63% 15.70% 0.76% 51.71% 6.22% 16.63% 0.71% 43.41% 27.45% 19.68%

Fusobacteria; Fusobacteria (F) 0.15% 0.76% 7.74% 2.08% 0.05% 0.63% 3.47% 2.39% 0.02% 1.24% 2.72% 15.11% 0.14% 4.74% 13.58% 8.35%

Proteobacteria; Deltaproteobacteria (D) 11.10% 7.11% 8.25% 8.38% 11.67% 8.66% 8.78% 8.48% 11.85% 6.80% 20.01% 14.82% 12.45% 6.56% 8.80% 10.55%

    Unclassified Deltaproteobacteria 7.07% 4.62% 4.74% 3.33% 7.70% 5.32% 5.09% 4.10% 8.35% 3.79% 5.60% 8.64% 9.00% 3.75% 5.23% 5.85%

    Desulfobacterales 0.08% 0.05% 0.00% 0.43% 0.09% 0.07% 0.47% 0.39% 0.07% 0.16% 0.03% 0.49% 0.00% 0.10% 0.41% 0.23%

        Desulfobacteraceae 2.84% 1.37% 2.53% 2.71% 2.15% 1.84% 1.14% 1.50% 2.12% 1.15% 3.08% 2.70% 2.33% 1.39% 2.33% 2.58%

        Desulfobacteraceae Desulfobacterium 0.00% 0.00% 0.12% 0.19% 0.00% 0.07% 0.00% 0.00% 0.00% 0.00% 0.00% 0.02% 0.00% 0.00% 0.00% 0.11%

        Desulfobacteraceae Desulfobacula 0.00% 0.00% 0.00% 0.05% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.02% 0.00% 0.00% 0.00% 0.11%

        Desulfobacteraceae Desulfofaba 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Desulfobacteraceae Desulfonema 0.20% 0.20% 0.12% 0.19% 0.42% 0.14% 0.27% 0.33% 0.28% 0.16% 0.17% 0.44% 0.04% 0.19% 0.21% 0.29%

        Desulfobacteraceae Desulfosarcina 0.00% 0.08% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.06% 0.10% 0.00% 0.00% 0.03% 0.10% 0.00%

        Desulfobulbaceae 0.40% 0.48% 0.37% 0.52% 0.70% 0.48% 0.94% 1.11% 0.36% 0.43% 1.23% 0.74% 0.23% 0.39% 0.10% 0.17%

        Desulfobulbaceae Desulfobulbus 0.00% 0.00% 0.00% 0.05% 0.00% 0.00% 0.07% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Desulfobulbaceae Desulfocapsa 0.04% 0.10% 0.00% 0.29% 0.00% 0.14% 0.34% 0.55% 0.00% 0.47% 0.93% 0.32% 0.04% 0.02% 0.16% 0.11%

        Desulfobulbaceae Desulforhopalus 0.00% 0.00% 0.06% 0.10% 0.09% 0.07% 0.00% 0.00% 0.02% 0.22% 0.03% 0.00% 0.04% 0.34% 0.00% 0.11%

        Desulfobulbaceae Desulfotalea 0.04% 0.00% 0.00% 0.05% 0.00% 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.17% 0.00% 0.01% 0.00% 0.06%

        Nitrospinaceae Nitrospina 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.02% 0.03% 0.00% 0.00% 0.00% 0.03% 0.00% 0.00%

    Desulfuromonales 0.20% 0.03% 0.00% 0.05% 0.23% 0.14% 0.13% 0.06% 0.35% 0.12% 0.43% 0.12% 0.35% 0.15% 0.05% 0.40%

        Desulfuromonaceae 0.04% 0.03% 0.00% 0.00% 0.05% 0.07% 0.00% 0.17% 0.02% 0.03% 0.46% 0.15% 0.04% 0.02% 0.00% 0.00%

        Desulfuromonaceae Desulfuromonas 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.06%

        Desulfuromonaceae Desulfuromusa 0.00% 0.00% 0.12% 0.10% 0.00% 0.07% 0.07% 0.00% 0.00% 0.00% 0.03% 0.15% 0.16% 0.01% 0.00% 0.06%

        Desulfuromonaceae Malonomonas 0.00% 0.03% 0.06% 0.05% 0.00% 0.00% 0.13% 0.00% 0.09% 0.00% 0.56% 0.27% 0.16% 0.04% 0.05% 0.23%

        Desulfuromonaceae Pelobacter 0.00% 0.03% 0.00% 0.00% 0.00% 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.12% 0.00% 0.00% 0.05% 0.11%

        Geobacteraceae Geopsychrobacter 0.04% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.17% 0.00% 0.00% 0.00% 0.00%

    Myxococcales 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.13% 0.00% 0.00% 0.00% 0.00% 0.17% 0.00% 0.00% 0.00% 0.00%

        Cystobacterineae Cystobacteraceae 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Sorangineae Polyangiaceae 0.00% 0.00% 0.00% 0.05% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

    Syntrophobacterales 0.16% 0.10% 0.06% 0.24% 0.23% 0.20% 0.00% 0.17% 0.16% 0.19% 7.36% 0.12% 0.08% 0.08% 0.10% 0.06%

        Syntrophaceae Desulfomonile 0.00% 0.00% 0.00% 0.00% 0.00% 0.07% 0.00% 0.00% 0.02% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

Chloroflexi; Anaerolineae (A) 11.14% 7.77% 8.93% 5.88% 12.49% 8.91% 9.98% 6.09% 12.67% 7.00% 4.60% 8.42% 13.23% 7.36% 6.84% 10.27%

Proteobacteria; Gammaproteobacteria (G) 4.01% 1.97% 2.83% 14.95% 4.34% 2.53% 2.08% 28.04% 4.34% 1.27% 13.39% 3.51% 3.74% 1.87% 2.73% 2.26%

    Unclassified Gammaproteobacteria 3.97% 1.95% 2.20% 5.30% 4.21% 2.28% 1.41% 2.82% 4.23% 1.22% 8.09% 2.70% 3.51% 1.76% 2.73% 2.14%

    Alteromonadales

        Incertae sedis 7 Marinobacter 0.00% 0.00% 0.40% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.04% 0.00% 0.00% 0.00% 0.00% 0.00%

        Psychromonadaceae Psychromonas 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.03% 0.00% 0.00%

        Shewanellaceae Shewanella 0.00% 0.00% 0.00% 0.08% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.05% 0.00% 0.00% 0.00% 0.06%

    Methylococcales Methylococcaceae 0.00% 0.00% 0.00% 2.88% 0.00% 0.00% 0.00% 0.23% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

    Oceanospirillales 0.04% 0.02% 0.00% 0.08% 0.14% 0.06% 0.12% 0.06% 0.10% 0.03% 0.18% 0.05% 0.22% 0.08% 0.00% 0.00%

        Alcanivoraceae Alcanivorax 0.00% 0.00% 0.06% 6.05% 0.00% 0.00% 0.49% 24.60% 0.00% 0.00% 0.00% 0.63% 0.00% 0.00% 0.00% 0.00%

        Oceaonspirillaceae 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.46% 0.00% 0.00% 0.00% 0.00% 0.00%

        Oceaonspirillaceae Thalassolituus 0.00% 0.00% 0.00% 0.29% 0.00% 0.00% 0.00% 0.11% 0.00% 0.00% 0.00% 0.05% 0.00% 0.00% 0.00% 0.00%

    Pseudomonadales

        Moraxellaceae Acinetobacter 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 4.59% 0.00% 0.00% 0.00% 0.00% 0.00%

        Pseudomonadaceae Pseudomonas 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

    Thiotrichales 0.00% 0.00% 0.00% 0.08% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Piscirickettsiaceae Cycloclasticus 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

    Vibrionales Vibrionaceae Photobacterium 0.00% 0.00% 0.06% 0.17% 0.00% 0.19% 0.06% 0.23% 0.02% 0.03% 0.04% 0.05% 0.00% 0.00% 0.00% 0.06%

Unclassified non-Bacteria (N) 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.05% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.06%

Classified Taxa in Minor Abundance (M) 9.73% 8.81% 10.91% 12.77% 10.23% 9.29% 10.36% 10.30% 11.57% 7.42% 23.14% 10.22% 9.96% 9.02% 10.04% 10.38%

Acidobacteria; Acidobacteria (Ac) 3.34% 2.63% 3.67% 1.48% 2.49% 3.35% 3.73% 1.88% 3.42% 2.43% 11.15% 2.49% 3.24% 3.05% 3.87% 2.31%

Bacteroidetes; Other (BO) 0.63% 1.82% 1.58% 1.67% 1.09% 2.21% 1.77% 1.71% 0.90% 1.30% 1.69% 1.83% 1.03% 1.54% 1.77% 2.76%

Proteobacteria; Other (PO) 0.78% 0.53% 0.90% 2.04% 0.68% 0.25% 0.38% 1.14% 0.79% 0.31% 3.20% 1.47% 0.60% 0.40% 0.38% 0.79%

Planctomycetes; Planctomycetacia 1.41% 0.96% 1.30% 1.16% 2.04% 1.07% 1.45% 0.85% 1.74% 0.90% 1.10% 1.11% 1.25% 1.36% 1.05% 2.48%

Proteobacteria; Alphaproteobacteria (Al) 1.04% 0.68% 1.47% 3.75% 0.77% 0.76% 1.01% 1.99% 1.17% 0.79% 2.69% 1.02% 1.35% 0.74% 0.81% 0.17%

Bacteroidetes; Flavobacteria 0.89% 0.86% 0.51% 0.42% 1.36% 0.63% 0.69% 0.40% 1.61% 0.82% 0.81% 0.64% 1.03% 0.87% 0.91% 0.23%

Deferribacteres; Deferribacteres 0.56% 0.48% 0.62% 0.65% 0.90% 0.32% 0.38% 1.14% 0.67% 0.23% 0.04% 0.57% 0.50% 0.23% 0.48% 0.45%

Bacteroidetes; Sphingobacteria 0.04% 0.05% 0.00% 0.09% 0.14% 0.06% 0.38% 0.11% 0.16% 0.06% 0.44% 0.26% 0.07% 0.05% 0.05% 0.28%

Spirochaetes; Spirochaetes 0.00% 0.03% 0.00% 0.23% 0.00% 0.13% 0.13% 0.17% 0.00% 0.00% 0.22% 0.21% 0.00% 0.13% 0.05% 0.56%

Proteobacteria; Epsilonproteobacteria 0.00% 0.00% 0.06% 0.42% 0.00% 0.06% 0.00% 0.17% 0.00% 0.00% 0.00% 0.17% 0.04% 0.04% 0.00% 0.17%

Actinobacteria; Actinobacteria 0.41% 0.25% 0.28% 0.19% 0.41% 0.13% 0.25% 0.23% 0.51% 0.25% 0.37% 0.14% 0.46% 0.18% 0.19% 0.00%

WS3; WS3_genera_incertae_sedis 0.26% 0.13% 0.23% 0.05% 0.05% 0.06% 0.06% 0.11% 0.03% 0.08% 1.07% 0.14% 0.00% 0.04% 0.19% 0.06%

Gemmatimonadetes; Gemmatimonadetes 0.00% 0.00% 0.00% 0.00% 0.05% 0.00% 0.00% 0.00% 0.00% 0.03% 0.07% 0.07% 0.04% 0.03% 0.00% 0.00%

Chloroflexi; Other 0.00% 0.10% 0.06% 0.00% 0.14% 0.06% 0.06% 0.06% 0.03% 0.08% 0.11% 0.02% 0.00% 0.06% 0.14% 0.06%

OP10;OP10_genera_incertae_sedis 0.04% 0.05% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.12% 0.00% 0.00% 0.02% 0.07% 0.01% 0.00% 0.00%

Cyanobacteria; Cyanobacteria 0.00% 0.08% 0.00% 0.00% 0.00% 0.00% 0.00% 0.11% 0.10% 0.06% 0.00% 0.02% 0.04% 0.02% 0.00% 0.00%

Nitrospira; Nitrospira 0.00% 0.03% 0.00% 0.00% 0.05% 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.02% 0.00% 0.00% 0.00% 0.00%

Firmicutes; Other 0.11% 0.03% 0.11% 0.05% 0.05% 0.13% 0.00% 0.06% 0.12% 0.08% 0.00% 0.00% 0.14% 0.23% 0.10% 0.06%

Firmicutes; Bacilli 0.15% 0.03% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.12% 0.00% 0.18% 0.00% 0.00% 0.02% 0.00% 0.00%

Proteobacteria; Betaproteobacteria 0.00% 0.00% 0.06% 0.37% 0.00% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.02% 0.00% 0.00%

OP11;OP11_genera_incertae_sedis 0.04% 0.00% 0.00% 0.05% 0.05% 0.00% 0.00% 0.06% 0.07% 0.00% 0.00% 0.00% 0.11% 0.02% 0.05% 0.00%

Verrucomicrobia; Verrucomicrobiae 0.04% 0.08% 0.00% 0.00% 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

OD1;OD1_genera_incertae_sedis 0.00% 0.00% 0.00% 0.19% 0.00% 0.00% 0.00% 0.06% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

Sediment Samples
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Unclassified Bacteria (U) 25.27% 5.43% 27.89% 9.89% 7.91% 26.46% 15.75% 16.04% 5.49%

Firmicutes; Clostridia (C) 31.36% 6.90% 12.17% 14.88% 4.90% 12.84% 23.37% 13.86% 1.03%

Fusobacteria; Fusobacteria (F) 4.15% 1.01% 6.22% 1.47% 0.68% 5.68% 7.29% 1.56% 0.30%

Proteobacteria; Deltaproteobacteria (D) 11.37% 8.37% 6.52% 58.88% 41.47% 18.08% 15.86% 37.97% 9.89%

    Unclassified Deltaproteobacteria 4.05% 1.91% 3.72% 12.99% 3.95% 4.60% 3.20% 2.95% 1.75%

    Desulfobacterales 0.20% 0.00% 0.20% 5.87% 2.16% 0.47% 0.70% 1.55% 0.52%

        Desulfobacteraceae 5.09% 4.28% 1.58% 1.17% 3.34% 1.93% 2.67% 3.68% 1.25%

        Desulfobacteraceae Desulfobacterium 0.03% 0.09% 0.00% 0.00% 0.00% 0.06% 0.00% 0.00% 0.12%

        Desulfobacteraceae Desulfobacula 0.11% 0.09% 0.00% 0.00% 0.05% 0.03% 0.00% 0.19% 0.00%

        Desulfobacteraceae Desulfofaba 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.05% 0.00%

        Desulfobacteraceae Desulfonema 0.32% 0.36% 0.16% 0.11% 0.10% 0.12% 0.35% 0.24% 0.00%

        Desulfobacteraceae Desulfosarcina 0.21% 0.00% 0.10% 0.03% 0.00% 0.00% 0.00% 0.15% 0.02%

        Desulfobulbaceae 0.40% 0.64% 0.36% 10.43% 6.09% 2.36% 2.73% 7.07% 0.86%

        Desulfobulbaceae Desulfobulbus 0.00% 0.00% 0.00% 0.03% 0.54% 0.06% 0.00% 0.05% 0.00%

        Desulfobulbaceae Desulfocapsa 0.11% 0.18% 0.03% 17.26% 13.78% 4.63% 2.61% 9.78% 2.19%

        Desulfobulbaceae Desulforhopalus 0.03% 0.00% 0.00% 0.11% 0.00% 0.00% 0.00% 0.05% 0.00%

        Desulfobulbaceae Desulfotalea 0.03% 0.09% 0.00% 0.03% 0.05% 0.00% 0.00% 0.00% 0.00%

        Nitrospinaceae Nitrospina 0.04% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

    Desulfuromonales 0.11% 0.00% 0.16% 0.29% 0.27% 0.19% 0.12% 0.53% 0.02%

        Desulfuromonaceae 0.15% 0.27% 0.03% 5.07% 9.21% 2.49% 1.51% 7.55% 1.70%

        Desulfuromonaceae Desulfuromonas 0.03% 0.00% 0.00% 2.05% 0.15% 0.12% 0.29% 0.87% 0.00%

        Desulfuromonaceae Desulfuromusa 0.29% 0.18% 0.00% 1.20% 0.34% 0.12% 0.58% 1.45% 0.27%

        Desulfuromonaceae Malonomonas 0.07% 0.18% 0.03% 0.56% 0.12% 0.12% 0.12% 1.02% 0.02%

        Desulfuromonaceae Pelobacter 0.00% 0.00% 0.00% 1.15% 0.49% 0.16% 0.58% 0.29% 0.27%

        Geobacteraceae Geopsychrobacter 0.00% 0.00% 0.00% 0.51% 0.69% 0.12% 0.35% 0.34% 0.00%

    Myxococcales 0.00% 0.00% 0.00% 0.00% 0.07% 0.16% 0.00% 0.05% 0.00%

        Cystobacterineae Cystobacteraceae 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Sorangineae Polyangiaceae 0.00% 0.00% 0.00% 0.00% 0.02% 0.00% 0.00% 0.00% 0.00%

    Syntrophobacterales 0.15% 0.09% 0.13% 0.00% 0.05% 0.12% 0.06% 0.10% 0.89%

        Syntrophaceae Desulfomonile 0.00% 0.00% 0.00% 0.03% 0.00% 0.22% 0.00% 0.00% 0.00%

Chloroflexi; Anaerolineae (A) 4.15% 2.39% 9.26% 2.70% 2.13% 7.01% 4.73% 3.94% 2.46%

Proteobacteria; Gammaproteobacteria (G) 4.64% 66.88% 18.16% 4.33% 35.39% 17.34% 18.36% 13.56% 69.27%

    Unclassified Gammaproteobacteria 4.07% 13.43% 2.76% 1.40% 1.22% 7.50% 5.34% 6.88% 2.83%

    Alteromonadales

        Incertae sedis 7 Marinobacter 0.02% 0.00% 0.00% 0.02% 0.00% 0.00% 0.05% 0.20% 0.00%

        Psychromonadaceae Psychromonas 0.04% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Shewanellaceae Shewanella 0.10% 0.09% 0.00% 0.07% 0.07% 0.12% 0.58% 0.00% 0.00%

    Methylococcales Methylococcaceae 0.00% 21.14% 1.87% 0.00% 0.00% 0.56% 0.05% 0.00% 1.03%

    Oceanospirillales 0.06% 0.09% 0.00% 0.02% 0.07% 0.00% 0.00% 0.00% 0.00%

        Alcanivoraceae Alcanivorax 0.07% 29.11% 13.41% 1.00% 32.55% 8.68% 10.79% 1.76% 65.26%

        Oceaonspirillaceae 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Oceaonspirillaceae Thalassolituus 0.10% 1.30% 0.00% 1.49% 0.86% 0.21% 1.46% 3.81% 0.12%

    Pseudomonadales

        Moraxellaceae Acinetobacter 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

        Pseudomonadaceae Pseudomonas 0.00% 0.00% 0.00% 0.02% 0.29% 0.00% 0.00% 0.00% 0.00%

    Thiotrichales 0.15% 1.73% 0.00% 0.23% 0.07% 0.00% 0.10% 0.90% 0.00%

        Piscirickettsiaceae Cycloclasticus 0.01% 0.00% 0.00% 0.00% 0.07% 0.06% 0.00% 0.00% 0.00%

    Vibrionales Vibrionaceae Photobacterium 0.04% 0.00% 0.00% 0.07% 0.17% 0.21% 0.00% 0.00% 0.02%

Unclassified non-Bacteria (N) 0.03% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.05% 0.00%

Classified Taxa in Minor Abundance (M) 19.03% 9.02% 19.78% 7.85% 7.52% 12.59% 14.64% 13.03% 11.46%

Acidobacteria; Acidobacteria (Ac) 1.67% 0.18% 2.71% 0.87% 0.99% 1.18% 2.00% 1.31% 0.37%

Bacteroidetes; Other (BO) 3.56% 0.55% 1.26% 2.78% 0.73% 1.95% 2.67% 1.85% 0.15%

Proteobacteria; Other (PO) 6.54% 5.43% 1.65% 0.84% 0.75% 1.36% 3.67% 3.55% 0.05%

Planctomycetes; Planctomycetacia 1.36% 0.00% 1.29% 0.73% 0.65% 0.74% 1.78% 1.26% 0.00%

Proteobacteria; Alphaproteobacteria (Al) 1.04% 1.66% 3.77% 0.42% 2.67% 4.93% 0.83% 2.04% 7.75%

Bacteroidetes; Flavobacteria 0.75% 0.46% 1.03% 0.84% 0.70% 0.68% 0.89% 1.41% 0.00%

Deferribacteres; Deferribacteres 0.22% 0.00% 0.40% 0.05% 0.05% 0.50% 0.11% 0.24% 0.00%

Bacteroidetes; Sphingobacteria 0.23% 0.00% 0.17% 0.03% 0.10% 0.06% 0.11% 0.15% 0.00%

Spirochaetes; Spirochaetes 0.94% 0.00% 0.00% 0.60% 0.05% 0.16% 0.33% 0.15% 0.00%

Proteobacteria; Epsilonproteobacteria 2.46% 0.55% 0.00% 0.16% 0.19% 0.19% 1.34% 0.44% 0.05%

Actinobacteria; Actinobacteria 0.01% 0.00% 0.33% 0.21% 0.00% 0.56% 0.06% 0.29% 0.42%

WS3; WS3_genera_incertae_sedis 0.10% 0.00% 0.03% 0.10% 0.05% 0.22% 0.00% 0.15% 0.00%

Gemmatimonadetes; Gemmatimonadetes 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

Chloroflexi; Other 0.04% 0.00% 0.03% 0.03% 0.10% 0.00% 0.06% 0.00% 0.00%

OP10;OP10_genera_incertae_sedis 0.01% 0.00% 0.03% 0.00% 0.12% 0.00% 0.00% 0.00% 0.00%

Cyanobacteria; Cyanobacteria 0.00% 0.00% 0.00% 0.00% 0.02% 0.00% 0.06% 0.00% 0.00%

Nitrospira; Nitrospira 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.06% 0.00% 0.00%

Firmicutes; Other 0.00% 0.09% 6.95% 0.03% 0.02% 0.00% 0.33% 0.00% 0.27%

Firmicutes; Bacilli 0.03% 0.00% 0.07% 0.03% 0.02% 0.00% 0.11% 0.00% 2.41%

Proteobacteria; Betaproteobacteria 0.04% 0.00% 0.00% 0.13% 0.29% 0.00% 0.22% 0.19% 0.00%

OP11;OP11_genera_incertae_sedis 0.03% 0.09% 0.00% 0.00% 0.00% 0.06% 0.00% 0.00% 0.00%

Verrucomicrobia; Verrucomicrobiae 0.01% 0.00% 0.07% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

OD1;OD1_genera_incertae_sedis 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00% 0.00%

Anode Samples


